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. Summary of the BlackOPs filtering process to remove artifact variants that are indistinguishable from mapping errors. The additional filtering steps suggested here removed 71.3% of novel variants (92/129) as likely false positives due to mapping errors. (chr8:101,721,804-101,724,623) where originating reads should span a splice junction, denoted by a gap, but instead map to a region in PABPC3 (chr13:25, 671, 671, 464) with a mismatch and no splice junction. Figure 11 . Number of novel variants identified in the U87 cell line analysis that pass the BAQ and BlackOPs filters. BlackOPs filtered more potential variants as being indistinguishable from mapping artifacts than BAQ.
SUPPLEMENTARY FIGURES

Supplementary
